


NEW TECHNOLOGY 
CONQUERING OLD VECTORS?



NEW TECHNOLOGY 
CONQUERING OLD VECTORS?

SOVE 2017

- Book of Abstracts -

The 7th International Congress of the Society for 
Vector Ecology (SOVE)

Palma from 1 to 6 October 2017



© Edited by: Miranda Chueca, Miguel Ángel - Alten, Bulent
© Assistant Editor: Paredes-Esquivel, Claudia - 
Barceló Seguí, Carlos - Borrás Borrás, David
© Cover Design: Van Dyke, William
© Editorial: Miguel Ángel Miranda Chueca
Cra. Valldemossa, km 7,5, Palma de Mallorca, 
07112, Illes Balears

First published, 2017

ISBN: 978-84-697-6086-4

This work is subject to copyright. All rights are reserved, whether the whole or part of the 
material is concerned. Nothing from this publication may be translated, reproduced, stored 
in a computerised system or published in any form or in any manner, including electronic, 
mechanical, reprographic or photographic, without prior written permission from the 
publisher. 
The individual contributions in this publication and any liabilities arising from them remain 
the responsibility of the authors.
The publisher is not responsible pro possible damages, which could be a result of content 
derived from this publication.



Book of abstracts 133

Symposium 17: Global research on Culicoides bioecology and control

Where do they come from? Where do they go? Population genetics 
studies on Culicoides biting midges
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Balenghien2, Jérémy Bouyer3, Claire Garros2

INRA, UMR ASTRE, Montpellier, France1; Cirad, UMR ASTRE, Montpellier, France2; Cirad, 
UMR ASTRE, Montpellier, France; IAV, Rabat, Morroco3. 
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Determining and understanding the factors underlying the genetic diversity of vec-
tor species or invasion success of species allow predicting potential other biological 
invasion, assess vector competence of isolated taxonomic units and develop more 
accurate epidemiological models. Although the role of winds and local air move-
ments have an undeniable role in the dispersal of Culicoides, anthropogenic factors 
also play a predominant role, particularly at the local level (distribution of hosts, 
landscape structure). The influence of these different factors will also be modulat-
ed according to the species considered, which have different host preferences and 
larval ecology. It is therefore crucial to understand the relative importance of the 
different modes of dispersal of the Culicoides and the influence of the biotic and 
abiotic factors influencing it. 
Using several examples with the Afrotropical vector species Culicoides imicola in the 
Mediterranean basin and autochthonous Palearctic vector species Culicoides obso-
letus and C. chiopterus, we will present studies that characterize the main factors 
explain the genetic diversity over the spatial range of important vector species of 
viruses to livestock and equines. This presentation will also highlight the need for 
integrative work using multi-loci approach combining population genetics analyses, 
ABC methods and mathematical modeling of dispersion. 




