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Due to the great losses caused by some parasitic nematodes on many crops in China, more and more researchers are

involved in this area. Presently, there are about two hundred researchers located in different provinces in China. They focus

on nematodes of agricultural importance, especially on species identification, basic biology, molecular aspects and disease

management. In recent years, the Chinese government funded research on root-knot nematode, cyst nematode and pine wood

nematode because of their serious damages on crops and forest. The interaction between nematodes and host plants and novel

management techniques will be the ‘‘hot’’ research topics which attract Chinese nematologists. A good system for Nema-

tology education and training has been developed through the efforts of Chinese nematologists. These include Bachelor,

Master and PhD degree programmes. Incorporation of Nematology curriculums from USA and Europa at local universities is

also a possibility.
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Potato cyst nematodes are major pathogens of potato crops in temperate regions, making them some of the most eco-

nomically important plant parasitic nematodes. Research to develop novel approaches for control of these and other cyst

nematodes will be significantly enhanced by a greater understanding of the molecular basis of the parasitic interaction and the

key nematode genes required for this. A complete draft genome sequence of the white potato cyst nematode Globodera

pallida has been assembled, together with transcriptomic data from most of the nematode life cycle, particularly focusing on

the life cycle stages involved in root invasion and establishment of the biotrophic feeding site. Despite the relatively close

phylogenetic relationship with root-knot nematodes, there is a very different gene family content between the two groups and

in particular extensive differences in the repertoire of effectors, including an enormous expansion of the SPRY domain

protein family in G. pallida, which includes the SPRYSEC family of effectors. This highlights the distinct biology of cyst

nematodes compared to the root-knot nematodes that were, until now, the only sedentary plant parasitic nematodes for which

genome information was available. The repertoires of genes likely to be important in understanding the unique biology of

cyst nematodes and those that represent potential chemical targets and other targets for control have been analysed. A recently

assembled draft genome for the closely related species Globodera rostochiensis will allow valuable comparative studies.
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Coffee is one of the major commodities in the world and an important source of income for producing countries. However,

biotic and abiotic stresses are great limiting factors to coffee yield. In Brazil, root-knot nematodes cause considerable yield

reduction and the use of resistant plants is the most promising method to controlMeloidogyne spp. The aim of this work was

to characterize the molecular mechanism underlining the previously identified resistance to M. paranaensis in C. canephora

‘Clone 14’ by means of RNAseq experiments. Differential expression using RNA extracted from roots of plants from clones

14 and clone 22 of C. canephora, previously identified as resistant and susceptible to M. paranaensis, respectively, were

grown in sand and inoculated. Root samples were collected at different time points post inoculation as well as roots from an

uninfected plant. The RNA was treated with DNAse and subsequently, a portion of the sample was lyophilized for RNAseq

experiments and another portion kept for validation by qPCR experiments. Results of the identified candidate genes with

differential expression among resistant (Clone 14) and susceptible (Clone 22) genotypes will be presented and discussed.
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The genus Meloidogyne is widely found in the different potato production regions of Brazil. However Meloidogyne

javanica is the most frequent species that causes damage in potato crop. In order to study the aggressiveness of M. javanica,

four populations (P1, P3 and P4: Est J3; P2: Est J2a) from southern Brazil was evaluated in two commercial potato cultivars

(BRS Clara and Agata) in greenhouse conditions. Individual plants of the two cultivars, kept in pots with sterilized soil, were
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