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An organ-specific control of GMI1000 by AG91-25 ?
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. Distribution of the RipAX2 alleles in Phylotype | strains.
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5. Alleles vs virulence: an ongoing study
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We identified three potential strategies for Rs to
bypass E6 resistance: (i) gene deletion, (ii)
pseudogenisation, (iii) modification of the
promoting regions. Deeper functional analyses
are needed.
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