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Arebilopstei e Agronomic Linked Data (AgroLD)
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Quick search is based on keyword search and aids in understanding the
underlying knowledge.
et -t6s —
= -
Databases L =
050490233400 =_iv)¢ pe— e
B o -
een
GreenPhyl — I ) N -
3 The Explore Relationships tool aids in exploring relationships between existing
rop-dd Data entities.
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S Ot s i b = environment to formulate SPARQL queries.
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Eks i ° The Advanced Search query form is based on the REST API
- = I- suite, developed under the AgroLD project. The aim of this effort
s> agropolis fondation elgir is to provide non-technical users with a tool to query the
rrance  knowledge base.
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